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Amendments to the claims: 

Please amend the claims as shown below; 

1 . (Currently Amended) A composition comprising a substantially purified 
Avim peptide, Siiid Avilll peptide comprising a catalytic domain of a glycosyl hydrolase 
family 74 (GH74_Ace) enzyme having at least 70% identity to SBQ ID NO. 3 i and a 
carbohydrate binding domain (CBD) III, the catalytic domain GH74_Ace having a 
sequence identical to SEQ ID NO. 3 in each conserved position marked by an asterisk 
(*), as shown below in comparison to Aspergillus aculeatus Avicelase III (AviIII_Aace): 

GH74_ACe ATTQPYTW$NVArGGGG-FVDOIVFNEGAPGlLYVRTDIGGfTSfRWDAANGRWIPLIiDWVG 
Avi 1 1 1_Aac AASQAYTWKMWTtSGGGG FTPG I VFNP SAKOVAYARTDIGG AYRLHSDP - TWT PLMDWVG 

GH'74_Ace WNNWGYKGVVSIAAl)PINTNKVWAAV(5MYTHSVroPNDGAILRSSDQ(^ 
Avi 1 1 1_Aac hnyrVfflDWGIDAIiATDPVDrDRVYVAVOMYTNEWDPbrVGSr LRSTIWOT^ 

<5H74_Ace GNMPGRGKGERlAVDPNNIIWXLYFGAPSGKGLVfRSTDSGATK$<3MTWPP 
Avi t S I_Aac 0NMPGRGKK3EE11AVDPNKNS ILYFeAHSGHGLWKflTDYOAlWSNVTSPTWTC 

f**************-** :;, ****** «±- 

GH7 4_Ac« TTC5YQ£DIQGVVWVAFDKSSSSL(3QASKTlFVGVADPNNPVFW$RDt3GATWQAVPGAP - T 

Avi 1 1 1_Aac T- - YTSPFV0iAWVTPDST8GSSGSATPRIFVGV3inAGK3VFKS EDAGATWAWVSGBPQY 

« * •** *,*: w**** . , . . »* •*^*,-*w** * 

l5H74_Ace CPIPHKGVFDPVNHVLYlATaMTGGPYDGSSGDVWKFSVTSGTWTRISPVPSTDTANDYP 
AViIII_A*C GPLPHKGVLSPEEKTIiYI$"!tANGAGPYDGTN0TVHKYNTTS(3VHTDlSP TSl*ASTYY 

GH74_Ace GYSOLTIDRQKPNtlMVATQISWWPDTIIFRSTDGGATWTRrWDWTSYPNRSLRVVLDIS 
Avill I_Aac GYGGLSVDLQVPGTLPlVAALMCWWPDBLIFRSTDSGATHSPIWEWNQYPSINYYYSYpiS 

GH74_Ace AEPWLTFGVQPWPPVPSPKI/JWMDEAMAIDPPWSDRMLYCnHSATrjYATTroLTKWDSGaQI 
Avill I_Aac NAPWIQDTTSTDQPP- -VRVGWMVBAlArDPFDSllHWLYGTOI^TVYGGHDLtlTWDSKHNV 

GH74 ACe HiAPMVKGLEETAVNDLISPPSGAPr*ISAIjGDLGGPTHADVTAVP3TlPTSPVPTT0TSV 
Avill l_Aac TVKSIAVGJEEKlAVlAiLITPPGaPAIiLSAVGDDGGPYHSDrJJAAPNQAYHTPTYGTT^^ 
• .;. *: ** ** .**;**.*■..*:*':** *** ; J*-: * --i 

GH?4_Ace DYAEIJffPSIlVlftAGSFDPSSQPNDRHVAPSTCGGKNWPQGBEPaGVTTGOTVAASADa 
Avill I_Aac DYA0NKPSNIVR5GA5DDYP- ' - - -TLALSSNFGSTHYADYAASTSTaTOAVALSADGDT 

:** *■*:*: * , ;*;*:: . .. * »•** *■***. 

fli{?4_Ace FVWAPCDPGOPVVYAVGPGNSWAASQGVPANAQIRSDRVNPKTFYALSNGTFYRSTDGC^ 
Avil II_Aac VIiLMSSTSt3ALVSK5QG - - -TLTAVSSLPSGAVIASDK^DNTVFYGOSAGAIYVSKSTAT 

.J ,, * * : t* ,,;»;.*«*•: : .. 

GM74_Ac6 TFQPVAAGLPSSGAVGVKFHAVPGKSGDLWIJ^SGLYHSTNGGSSWSAI-tGVSSAVNV 
AviIII_Aac SFTICrve-LGSSTTVMAIR-AHPSIAGDVWASTDICGLWHSTDYGSTFTQIGSGWAGW^ 

GH7 4_Ace Q FGKSAPGSSYPAVP\ArcT2Q0VTGAYRSDDCGTTWVLINDDQHQYGN- WGQAI TGDHAN 
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Avilll Aac 



CFCJCA$$TGSYVVIYGFFTIDaAAGLFICSEDA<5TWWQVISDASHGFaSGSANWNGDLQT 



GK74_Ace 
Avilll Aac 




2. (Previously Amended) The composition of claim 1 wherein the Avilll 
peptide is further defined as comprising a linker and a signal sequence. 
3- (Previously Cancelled) 

4. (Previously Amended) The composition of claim 1 or 2 wherein the 
carbohydrate binding domain (CBD) in of the Avilll peptide is further defined as 
comprising a length of about 80 to about 1 50 amino acids. 

5. (Previously Amended) The composition of claim 1 or 2 wherein the 
carbohydrate binding domain (CBD) lH of the Avilll peptide is further defined as 
comprising a length of about 90 amino acids. 

6. (Previously Ainended) The composition of claim I wherein the glycosyl 
hydrolase family 74 enzyme catalytic domain is fiirther defined as including a 
polypeptide sequence identical to SEQ ID NO: 3. 

7. (Currently Amended) The composition of claim 1 wherein the 
carbohydrate binding domain (CBD) III is fiirther defined as comprising the a 
polypeptide sequence of SEQ ID NO: 4. 

8. (f^reviously Amended) The composition of claim 1 wherein the 
carbohydrate-binding domain (CBD) EI is fiirther defined as comprising the polypeptide 
sequence of SEQ ID NO: 5 . 

9. (Previously Amended) The composition of claim 1 wherein said Avilll 
protein comprises sequences identical to the polypeptides of SEQ ID NO: 3 and SEQ ID 
NO: 4. 
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10. (Currently Amended) The coitiposition of claim 1, wherein the catalytic 
domain of GH74 Ace inohiding ha^ at least 90% sequence identity ^dth^SEQ ID NO: 3. 

1 L (Currently Amended) The composition of claim 1 . wherein the catalytic 
domain of GH74 inc l ud in g has at least 80% sequence identity te with SEP ID NO: 3, 

12. (Previously Amended) An isolated AvilE peptide having a polypeptide 
sequence of SEQ ID NO; L 

13. (Cancelled) 

14. (Previously Amended) An industrial mixture suitable for degrading 
cellulose, such mixture comprising the Avilll polypeptide of claim 1, 

15. (Original) The industrial mixture of claim 14 further defined as 
comprising a detergent.. 

16-27 (Cancelled) 

28, (Previously Amended) An isolated polypeptide molecule comprising at 
least one polypeptide sequence selected from the group consisting of: 

a) a polypeptide sequence of SEQ ID NO: 3; 

b) a polypeptide sequence of SEQ ID NO: 4; 

c) a polypeptide sequence of SEQ ID NO: 5; 

d) a polypeptide sequence of SEQ ID NO: 1 ; and 

e) combinations thereof. 

2 9 . (Previously Cancelled) 

30. (Original) A fusion protein comprising the polypeptide of claim 28 and a 
heterologous peptide. 
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31. (Original) The fusion protein of claim 30, wherein the heterologous 
peptide is a substrate targeting moiety. 

32. (Original) The fusion protein of claim 30, wherein the heterologous 
peptide is a peptide tag, 

33. (Previously Amended) The fusion protein of claim 32, wherein the 
peptide tag is 6-His, thioredoxin, hemaglutinin, glutathione S-tranferase, or OmpA signal 
sequence tag- 

34. (Original) The fusion protein of claim 30, wherein the heterologous 
peptide is an agent that promotes polypeptide oligomerization. 

35. (Original) The fusion protein of claim 34, wherein the agent is a leucine 

zipper 

36. (Original) A cellulase-substrate complex comprising the isolated 
polypeptide molecule of claim 28 bound to cellulose. 

37-42 (Cancelled) 

43. (Original) A composition comprising the polypeptide molecule of claim 
28 and a carrier. 

44-46, (Cancelled) 
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